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Infection and cancer: risk estimation and EHERER
therapeutic targets.
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Bacterial population genomics: impacts of Rt Bt
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on analysis of the microbiome-human
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Epigenomic activation and inactivation in THER
gastric epithelial cells induced by pathogen.
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Identification of critical AR-V7 downstream | £HEE
targets and aberrant super-enhancer
regulation in castration resistant prostate
cancer.
EZEBOENFE~RERORFEECRFOFE~ | EHEE
Induction of epigenomic aberrations in EHEE
epithelial cells by infection of pathogen.
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Driver epi-mutations of gastric cancer EHEE
induced by Epstein-Barr virus infection.

Infection of pathogens induces extensive EHEE
epigenomic alterations including aberrant
three-dimension chromatin interaction in

gastric tumorigenesis.
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methyltransferase SETD1A in leukemia.

Chromatin structural aberrations induced by | EEBES
Epstein-Barr virus infection in gastric

epithelial cells.
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Genetic and Epigenetic features of highly THEE
methylated subgroups of gastric cancer.
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